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The number of pages for a poster abstract must be either one or two. Do not change the text width,
text height, baseline, font size, etc., specified in this template file.

The poster abstracts are compiled as “The Joint Conference on Informatics in Biology, Medicine
and Pharmacology Poster Abstracts” and will be delivered at the conference in an electric form
(e.g., USB memory).

The one page format requires only abstract, and the two page format requires main body divided
into sections. Both one and two page formats are all right for oral presentation in the technical
sessions. The oral speakers will be selected from the poster abstracts reviewed by the program
committee members. The authors can request the oral speaker reviewing when submit their poster
abstracts.
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