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M et5]enkephaln 5 -22087153392 -2208.7152676 00 2394 725 24
ALPHA-1(chain A)3AL1 13 -48552736841 -48552754720 11 6109 7579 56
Villn i 36 -146135618938 -14613 5645569 17 13933 268622 144
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