FS-12 BB 2018 4 10 A 10 B 14:00-15:30
Bt 37—R—ILIRIE 401 £E=E

TA—hAMzYiay
Focused Session
In silico ADME-TOX /RIZETE F DBUREFE — REBZEITH T HEAE A —
In silico ADME-TOX / Current Status and Issues for Drug Discovery - Efforts in

pharmaceutical companies -

RS :

RAIBE S —7 N OFGE L, FHM RS O & R (L W IR B R BT o R IC X 2 P JeB &
WRELLED L, SEEMBAEOAFEM N LRSS RICHB T IBBOFELE > T 5,
WEEOaTHNDO > B, ARG FALEW ZEIRMLITHESI T RIT A3 7 02 2Tl &thé
HiZ K7 ADME-TOX Bi#E DT — X L L v VEZRE L TRBY | IEOHESNE LWV IT £
firai&H4 5 2 & T, RigeE b & BIFRERE S /TRElC 2 5 LIt ST D,

Aty a Tk, BEEMENGD 4/DOHEE LY, K421 5 in silico ADME-TOX
DT Ty N7 — LXMWY A EFEIT LCHE, ZORIBEEHOBUR & EZ A Lo,
ZOWEN, 7T ITRIT REMMET 280 & OMABDEIZL D, FEFH D WILE
PEEPED R R & 2T FENTH D,

BT L—HF—:
Dok #8417 Toshiyuki KUME
M =28 R t BISEASS  AISE AR 78T

Discovery Technology Laboratories, Sohyaku. Innovative Research Division, Mitsubishi Tanabe
Pharma Corporation

A FFE A Mayumi MATSUSHITA

A StE L@ AT A X Tkttt Y U a— g VARHE

Social ICT Solutions Department, Next Generation Social Solutions Unit, FUJITSU KYUSHU
SYSTEMS LIMITED

1. /MK 4FE  Yoshimasa KOBAYASHI 25— =3t (#k) WFZEBRFEAES B R SEELES
Quantitative Clinical Pharmacology Department, Daiichi Sankyo Co., Ltd
vy 75— 2 BRI L2 b (2 sk9 5 off-target @ insilico H#ETHI
In silico profiling of drug off-target effect, based on some big chemical structure databases.
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Prediction of human PK parameters using non-clinical data and chemical structure formula with
multimodal deep learning
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ADMET Prediction Tool using Heat Diffusion Equation
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The use of in silico technologies in drug discovery
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