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(Information and computing approach for drug design and ADMET study)
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1. [P4-05] Development of a pharmacokinetics prediction system using multiscale
integrated modeling: 8. Web application and database consisting of curated public
data and newly acquired experimental data
JIIE # Hitoshi Kawashima
ERER-ER-REWRA

National Institutes of Biomedical Innovation, Health and Nutrition

2. [P4-11] Development of an informatics system for predicting cardiotoxicity: 5.
Quantitative model for hERG blocking small molecules based on the integrated
database
{£#& BR/L Tomohiro Sato
BT FT  RIKEN Center for Biosystems Dynamics Research

3. [P4-12] Use of Markov Chain Monte Carlo method to integrate in vitro & in vivo
data for prediction of drug interactions caused by inhibition of multiple CYP
species
RA®ZE Shizuka Hozuki
FIEKZE Chiba University

4. [P4-13] Individual data analysis of patients participated in clinical studies:
relationship between longitudinal changes in cardiac functions and mortality risk in
CHF

B =WpY Sayuri Guro
FIEKZE Chiba University

5. [P4-02] Development of an in vitro evaluation system for drug—induced
hepatotoxicity using PXB—cells
FE¥S BE Mutsumi Inamatsu
KBRS T7T=vIR/\LF PhoenixBio co., Ltd.
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6. [P6—01] Universal Read—Across Approach to predict toxicities
KkIYE 1§ Hirohisa Nagahori
FERILFEHRA %  Sumitomo Chemical

7. [P6—03] Quantitative Structure—Activity Relationship (QSAR) analysis using deep
learning based on Deep Snap, a novel molecular image input technique
3R #¥R Yasunari Matsuzaka
BR;EEFRIKZE Meiji Pharmaceutical University



