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Life Science Knowledge Bank

Knowledge W Station LsKB

LSKB Life Sclence Knowledge Bank

Chemicalgenomics

ntegration of Public Resources and tn-house Data

The LSKB (Life Science Knowledge Bank] is an information powerhouse that accelerates new drug
discovery and functicnal genomics research. The core technologies are annotation management,
data analysis, integration of public data, and management of in house knowledge. LSKB also
continually grows and improves every four months with software updates.

For chemists, LSKB provides a chemical index containing
60 million non-—redundant chemical structures, and links
information such as pharmacological actions, target proteins, z
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protein binding ligands, bioassays, activities, etc., within our o and
unique search system. ame

For biclogists, it offers quick access to data on genes, Seeds and Protein
diseases, tissues, and genomes. It also offers microarray o el
support tools, annotation, and built-in statistical analysis

processing for NGS and microarray data or data mining
for locating target proteins. There are also a variety of
data management tools for experiments, phenotypes,

and annotations—-important features for genome based ki)
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LSK® is one of few databases in the
world that can perform searches bg proteiw
fumatiow and bg chemieal structulre

Stwmplified, Accessible nformation from Multiple Sources at Your Fingertips
LSKB provides annotation information about genes, proteins, compounds and their structures, assay
activities, and direct links to scientific publications and literature. Within just a few clicks, you have
access to comprehensive data on 60 million chemical compounds and information painstakingly
gathered, organized and reviewed from 60 public databases, related to genomes, compounds,
diseases, and organs. The data are separated by human, mouse, rat, and zebrafish.

The user is empowered with a variety of search and analysis functions to perform a multitude of
tasks, including predicting the functions of proteins and compounds, searching existing literature &
publications, and predicting the functionality from a single, or from multiple, chemical structures.

LSKB consists of two main parts. One is called "BIO Knolwledge", which includes the database,
functions, and tools for gene and genome research. The other part is the *Chem Knowledge",
focusing on drug discovery and chemical research. LSKB always provides you with the information
between chemicals and genes, proteins, and diseases. This system creates a bridge connecting
information between the world of the chemist and the biclogist.



