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1. [P5-12] Cluster Gauss—Newton method for efficiently estimating multiple sets of
parameters: Application to Physiologically—-Based PharmacoKinetic models
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2. [P5-13] Prediction of Health Effects of Food Peptides and Elucidation of The
Mode—of-action Using Multi—task Graph Convolutional Neural Networks
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3. [P5-15] Free Energy Landscapes of Cyclic Hexapeptide Diastereomers by
Multicanonical Molecular Dynamics Simulations
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