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4 Drug Sensitivity-Based Cell Line Selection
F—=3# MOXRFE
Predicting the clinical drug response of cancer patients using preclinical model has been a major
challenge for precision medicine. Recent next generation sequencing (NGS) technologies have identified
millions of genetic and epigenetic alterations in cancer cells, however, each individual data set have proven
to be unsuccessful for the inference of drug response even in vitro studies. Here, we introduce our attempt
to establish a computational model to predict drug response of cancer cell lines using the integrated omics

data with Graph Convolution Network (GCN).

5 Understanding subtype specific mechanisms of TCGA gastric cancer using
Bayesian network estimation
AT [FEHWET BHEH
Finding molecular subtypes of cancer and clarifying disease mechanisms of each cancer subtype are the
key factors in establishing new therapeutic targets. Here we tried to stratify gastric cancer of The Cancer
Genome Atlas (TCGA) with integrative non-negative matrix factorization (iNMF) of multi-omics data and
successfully stratified gastric cancer cases into several subtypes similar to ones previously reported by
TCGA research group. Next we tried to find mechanisms of disease from gene expression data of each
subtype with Bayesian network estimation. We found different hub genes and network model for each

subtype.
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“Al-Based Substance Hazard Integrated Prediction System (AI-SHIPS) Project”
(The Ministry of Economy, Trade and Industry, Research and Development)
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i A Kimito Funatsu
B K The University of Tokyo

2. AI-SHIPS 7RV IMIE T 5B REBFEERBL-SYMNRERSEEFR AT LA

Mechanism—based toxicity prediction system for rat repeated—dose toxicity in the
AI-SHIPS project

OFR #&— Kouichi Yoshinari, 3t& IEA Masato Kitajima

B[R ILKZE University of Shizuoka, (#) BT @IS RTLX Fujitsu Kyushu Systems Limited
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Physiologically Based Pharmacokinetic Models Predicting Renal and Hepatic
Concentrations of Industrial Chemicals after Oral Doses in Rats

il 558 Hiroshi Yamazaki

BFNZEEF K% Showa Pharmaceutical University
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Current status and issues of toxicity prediction system development by in silico methods
E®H XE Fumiaki Shono

HIRKZE The University of Tokyo
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The OECD QSAR Toolbox1 is software designed to support hazard assessment of chemicals in a
cost-efficient way. It is intended to be used by governments, chemical industry and other stakeholders.
However, it is not available for this data as well as mathematical operations regarding regulatory
decision. This year, OECD starts to discuss a development of the guidance document on Good
Computational Method Practice (GCMP) in the context of Mutual Acceptance of Data (MAD) to
ensure alignment with the overarching principles of Good Laboratory Practice (GLP).
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Development of in vitro human body/tissue—mimicking model
using high functional cell devices
— Consideration for pharmacokinetic—oriented applications —

FREBS:

AR O RSN EBROMRE O G| B Mb in vitro sERR DRI AT 72 > T
%, Microphysiological Systems (MPS, i A7 L) EWIMEFRBIRELSDOH D
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ETL—%—: HHE F— Seiichi Ishida
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Department of Applied Life Science, Faculty of Biotechnology and Life Science
Sojo University
National Institute of Health Sciences
$EIRE{E Akihiro Hisaka
FERZXRER EXHRER BRKREER
Clinical Pharmacology and Pharmacometrics, Graduate School of Pharmaceutical

Sciences, Chiba University

1. ZME3FE! Microphysiological system ZFWV-FEFIHE/EH Ot
Drug—drug interaction studies using a multi microphysiological system
A+ BE&E Hiroshi Kimura
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Department of Mechanical Engineering, School of Engineering, Tokai University
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Evaluation of drug disposition and organs interaction using entero—hepatic
microphysiological system

I KA 5, 0Bk $¥X Hiroshi Arakawa, Takumi Kawanishi, Yukio Kato
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Faculty of Pharmacy, Institute of Medical, Pharmaceutical and Health Sciences, Kanazawa University
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Strategies for in vivo extrapolation from data obtained in micro—physiological system
by physiologically—based pharmacokinetics

$IR Ef# Akihiro Hisaka
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Clinical Pharmacology and Pharmacometrics, Graduate School of Pharmaceutical Sciences, Chiba University
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